Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.025; wR factor = 0.074; data-to-parameter ratio = 37.1.
Related literature
For related literature on metal carboxylate complexes, see: Eddaoudi et al. (2002) ; Tao et al. (2000) ; Zheng et al. (2004) . For related literature on aromatic polycarboxylic acids, see: Eddaoudi et al. (2000) ; Li et al. (1999) ; Lo et al. (2000) ; Qu et al. (2005) ; Rosi et al. (2002) . For the coordination modes of lanthanides, see: Bond et al. (2000) ; Saleh et al. (1998) . For bond length and angle data, see: Glunnlaugson et al. (2004) ; Zheng et al. (2003) ; Drew et al. (2000) .
Experimental
Crystal data [La 2 (C 8 H 5 NO 4 ) 3 (H 2 O) 2 ] M r = 851.24 Orthorhombic, Pbcn a = 12.2525 (3) Å b = 8.0521 (2) Å c = 25.6820 (6) Å V = 2533.74 (11) Å 3 Z = 4 Mo K radiation = 3.41 mm À1 T = 100.0 (1) K 0.36 Â 0.31 Â 0.06 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.313, T max = 0.822 68438 measured reflections 7718 independent reflections 6892 reflections with I > 2(I) R int = 0.040 Refinement R[F 2 > 2(F 2 )] = 0.025 wR(F 2 ) = 0.074 S = 1.16 7718 reflections 208 parameters 5 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 1.54 e Å À3 Á min = À1.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) Symmetry codes: (i) Àx þ 1 2 ; y þ 1 2 ; z; (ii) x þ 1; y; z; (iii) Àx À 1 2 ; y À 1 2 ; z; (iv) x þ 1 2 ; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2005); cell refinement: APEX2; data reduction: SAINT (Bruker, 2005); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003 
Comment
In recent years, interest has been focused on metal carboxylate complexes due to their potential applications as material for molecular recognition, ion exchange, catalysis and luminescence (Eddaoudi et al., 2002; Tao et al., 2000; Zheng et al., 2004) . Aromatic polycarboxylic acids such as 1,4-benzenedicarboxylic acid and 1,3-benzenedicarboxylic acid are used extensively in the synthesis of this type of coordination polymer (Eddaoudi et al., 2000; Li et al., 1999; Lo et al., 2000; Qu et al., 2005; Rosi et al., 2002) .
Aminoisophthalic acid is a potential multidentate ligand with trifunctional group that may generate structures of higher dimensions containing networks or channels. It's two carboxylic groups may be completely or partially deprotonated and thus results in versatile coordination modes. Meanwhile, lanthanide ions are known for their ability to display diverse coordination modes and high coordination number (Bond et al., 2000; Saleh et al., 1998) . In addition to that, hard acid lanthanide ions prefer to coordinate with carboxyl groups belonging to hard base. In this paper, we report the crystal structure of a polymeric coordination complex formed from hydrothermal reaction between trivalent lanthanum ion and aminoisophthalic acid.
In the crystal structure of the title compound, each La III ion is nine-coordinated by eight carboxylate O atoms from six 5-aminoisophthalate ligands and one O atom from a water molecule. The La-O bond lengths [2.4076 (11) Å-2.8015 (12) Å] and bond angles around the La III ion agree well with the values reported for related lanthanum complexes (Glunnlaugson et al., 2004; Zheng et al., 2003; Drew et al., 2000) .
The O-H···O, O-H···N and N-H···O hydrogen bonds are observed in the crystal structure ( Fig. 2) .
Experimental
A mixture of 5-aminoisophthalic acid (0.273 g, 1.5 mmol), sodium hydroxide (0.120 g, 3 mmol) and distilled water (20 ml) was heated till boiling. The solution was left to cool and then poured into a 40 ml Teflon tube with La(NO 3 ).6H 2 O (0.433 g, 1.0 mmol). The Teflon tube was sealed and heated at 403 K for 60 h, and then allowed to cool to room temperature. Pale clear-pink crystals obtained were filtered, washed with distilled water and left to dry in air (yield: 52% based on La).
Refinement
H atoms of the water molecule were located initially in a difference Fourier map and then constrained to ride on the parent O atom, with O-H = 0.84 Å and U iso (H) = 0.018 Å 2 . The amino H atoms were located in a difference map and were refined with a N-H distance restraint of 0.85 (1) or 0.90 (1) Å. The remaining H atoms were positioned geometrically [C-H = 0.93 Å] and refined using a riding model with U iso (H) = 1.2U eq (C). The highest residual density peak is located 0.61 Å from La1 and the deepest hole is located 0.57 Å from La1. 
Special details
Experimental. The data was collected with the Oxford Cyrosystem Cobra low-temperature attachment. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (2) 3.0929 (17) 150 (3) N2-H1N2···O4 ix 0.84 (1) 2.60 (2) 3.1953 (12) 129 (2) Symmetry codes: (iv) −x+1/2, y+1/2, z; (vii) x+1, y, z; (viii) −x−1/2, y−1/2, z; (ix) x+1/2, y+1/2, −z+1/2. supplementary materials sup-9 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

